
CRG’s QUALITY ASSURANCE PROGRAM SUMMARY 
 
BATCH:   CRG’s Quality Assurance Program Document defines a batch as a group of 20 or fewer samples of similar matrix, 
processed together under the same conditions and with the same reagents.  Quality control samples are associated with each 
batch and are used to assess the validity of the sample analyses.  CRG typically uses batch sizes of 10-15 samples. 
 
PROCEDURAL BLANKS:  Laboratory contamination was controlled through the analysis of procedural blanks on a 
minimum frequency of 1 per batch.  CRG’s Quality Assurance Program Document requires that all procedural blanks be 
below 10 times the MDL and all detectable constituents in the blanks be flagged in the sample results.  The Procedural 
Blanks are presented in the Procedural Blank section of this report. 
 
ACCURACY:  Accuracy of the project data was indicated by analysis of matrix spikes (MS/MSD), surrogate spikes, 
certified reference materials, positive controls, and/or laboratory control materials on a minimum frequency of 1 per batch.  
CRG’s Quality Assurance Program Document requires that 95% of the target compounds greater than 10 times the MDL be 
within the specified acceptance limits.  The Acceptance Ranges are presented in the Accuracy Data section of this report. 

 
PRECISION:  Precision of the project data was determined by analysis of duplicate matrix spikes, blank spikes, and/or 
duplicate test sample analysis on a minimum frequency of 1 per batch.  CRG’s Quality Assurance Program Document 
requires that for 95% of the compounds >10 times the MDL, the % Relative Percent Difference (%RPD) should be within the 
specified acceptance range.  The %RPD for the duplicate test sample analysis can be significantly affected by the 
homogeneity of the sample matrix within the sample container itself causing additional variability in the analytical results.  In 
these cases, the QA/QC Acceptance Limits may be exceeded. The %RPD and Acceptance Ranges are presented in the 
Precision Data section of this report.   
 
TOTAL/DISSOLVED:  In some instances, the results for the “Dissolved” fraction can be higher than the “Total” fraction for 
a particular parameter.  This is typically caused by the analytical variation for each result and indicates that the target 
parameter is primarily in the dissolved phase. 

 
GLOSSARY OF TERMS 

 
Qualifier  Definition 
 

B   Analyte was detected in the associated method blank. 
E   Analyte concentration exceeds the calibration range 
H   Sample received and/or analyzed past the recommended holding time. 
J Analyte was detected at a concentration below the reporting limit and above the laboratory method 

detection limit.  Reported value is estimated. 
M1 Recovery of the MS and/or MSD compound was out of control due to matrix interference.   
M2 The MS/MSD RPD was out of control due to matrix interference.   
M3 Detection of the analyte was difficult due to matrix interference.   
M4 Spike or surrogate compound recovery was out of control due to matrix interference.  The 

associated method blank spike or surrogate compound was in control and therefore the sample 
data was reported without further clarification. 

M5 Recovery of the MS and/or MSD compound was out of control due to an unknown compound(s) 
in the sample that interferes with the known target compound causing an increased response. 

M6 Recovery of the MS and/or MSD compound was out of control due to unknown heavy 
hydrocarbons detected in the sample which elevates the baseline. 

ND or U Parameter not detected at the indicated reporting limit. 
NES Not enough sample. 
Q1  Spike recovery and RPD control limits do not apply resulting from the parameter concentration in 

the sample exceeding the spike concentration. 
Q2 The sample RPD was out of control.  Sample is heterogeneous and sample homogeneity could not 

be readily achieved using routine laboratory practices. 
Q3 RPD values are not accurate and not applicable because the results for R1 and/or R2 are lower 

than 10 times the MDL. 
Q4 Due to the sample rate of the instrument, the peak area was underestimated because the apex of the 

peak was missed.  This random error has caused this compound to fail for the spike and/or 
precision.  This failure does not indicate any significant problems with the analysis of this sample 
and the data passes CRG’s QAPP requirements. 




